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LC743 MNFNV SLMEKLKWKIKC IEN 20 

m8con 1 .:..:..:. + :..:..:-^--:.^..- + --.-^ ™ 

Lc7 43 ATGAATTTCAACGTTAGTTTGATGGAG AAATTAAAATGGAAGATTAAATGCATTGAAAAT 

RM8A Lc743/5' 

RM8B 

RM8C 

RMScon * 



Lc743 K F 



LNYRLTTNETVVAETEYG 40 

RM8con 

61 + + + + + + 120 

Lc743 AAGTTTTTAAACTATCGTTTAACTACCAATGAAACGGTGGTAGCTGAAACTGAATATGGC 

RM8A 

RM8B 

RM8C 



LC743 KVKGVKRLTVYDDSYYSFEG 60 

RM8con „„„ 

121 + + — + + + + 

Lc7 43 AAAGTGAAAGGCGTTAAACGTTTAACTGTGTACGATGATTCCTACTACAGTTTTGAGGGT 

RM8A 

RM8B 

RM8C • 

RM8con • 

LC743 IPYAQPPVGELRFKAPQRPT 80 



ATACCGTACGCCCAACCGCCAGTGGGTGAGCTGAGATTTAAAGCACCCCAGCGACCAACA 



-+ 300 



Lc743 PWDGVRDCCNHKDKSVQVDF 100 

RM8con 

241 + + + + +_ - 

Lc743 CCCTGGGATGGTGTGCGTGATTGTTGCAATCATAAAGATAAGTCAGTGCAAGTTGATTTT 

RM8A ' 

RM8B C 

RM8C 

RMScon 

FIGURE 1 
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Lc743 ITGKVCGSEDCLYLSVYTNN 120 

RM8con • ' 

301 — -+ + + + + -+ 360 

Lc743 ATAACGGGCAAAGTGTGTGGCTCAGAGGATTGTCTATACCTAAGTGTCTATACGAATAAT 

RM8A 

RM8B 

RM8C 

RM8can 

Lc743 LNPETKRPVLVYIHGGGFII 140 

RMScon 

361 + + + + + + 420 

Lc743 CTAAATCCCGAAACTAAACGTCCCGTTTTAGTATACATACATGGTGGTGGTTTTATTATC 

RMS A 

RM8B 

RM8C 

RM8con • 

Lc743 GENHRDMYGPDYF IKKDVVL160 

RMScon 

421 + + + + + + 480 

Lc743 GGTGAAAATCATCGTGATATGTATGGTCCTGATTATTTCATTAAAAAGGATGTGGTGTTG 

RM8A - 

RM8B 

RM8C 

RMScon • 

Lc743 INIQYRLGALGFL SLNSEDL 180 

RM8con 

A81 + + + + + + 540 

Lc743 ATTAACATACAATATCGTTTGGGAGCTCTAGGTTTTCTAAGTTTAAATTCAGAAGACCTT 

RMS A 

RM8B 

RM8C 

RM8con 



Lc743 NVPGNAGLKDQVMALRWIKN 200 

RM8con 

541 + + + + + + 600 

Lc743 AATGTGCCCGGTAATGCCGGCCTTAAAGATCAAGTCATGGCCTTGCGTTGGATTAAAAAT 

RM8A 

RM8B 

RM8C A 

RM8con • 
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• Lc743 NCANFGGNPDNITVFGESAG 220 

RM8con , . . . 

601 — + + +' + + + 660 

Lc743 AATTGCGCCAACTTTGGTGGCAATCCCGATAATATTACAGTCTTTGGTGAAAGTGCCGGT 

RM8A 

RM8B 

RM8C 

RM8con 



Lc743 A A S THYMMLTEQTRGLFHRG 240 

RM8con 

561 + + + + + + 720 

Lc743 GCTGCCTCTACCCACTACATGATGTTAACCGAACAAACTCGCGGTCTTTTCCATCGTGGT 

RM8A 

RM8B 

RM8C 

RM8con 



Lc743 ILMSGNAICPWANTQCQHRA 260 

RMScon ..... L 

721 + + + + + + 780 

Lc743 ATACTAATGTCGGGTAATGCTATTTGTCCATGGGCTAATACCCAATGTCAACATCGTGCC 

RM8A T 

RM8B T 

RM8C T 

RM8con ; T 



Lc743 FTLAKLAGYKGEDNDKDVLE 280 

RM8con 

781 + + + + + + 840 

Lc743 TTCACCTTAGCCAAATTGGCCGGCTATAAGGGTGAGGATAATGATAAGGATGTTTTGGAA 

RM8A 

RM8B 

RM8C A 

RM8con 



Lc743 FLMKAKPQDLIKLEEKVLTL300 

RM8con 

841 + + + + + + 900 

Lc 743 TTTCTTATGAAAGCCAAGCCACAGGATTTAATAAAACTTGAGGAAAAAGTTTTAACTCTA 

RM8A 

RM8B 

RM8C G 

RM8con 
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,Lc743 EERTNKVMFPFGPTVEPYQT 320 

RM8con . 

901 + +- ---+' + + + 960 

Lc 743 GMGAGCGTACAAATAAGGTCATGTTTCCTTTTGGTCCCACTGTTGAGCCATATCAGACC 

RM8A 

RM8B 

RM8C 

RM8con 



Lc743 ADCVLPKHPREMVKTAWGNS 340 

RM8con 

961 + + + + + +1020 

Lc743 GCTGATTGTGTCTTACCCAAACATCCTCGGGAAATGGTTAAAACTGCTTGGGGTAATTCG 

RM8A 

RM8B 

RM8C 

RM8con 



Lc743 1 PTMMGNTSYEGLFFTS ILK 360 

RM8con . 

1021 + + + + + + 1080 

Lc7 43 ATACCCACTATGATGGGTAACACTTCATATGAGGGTCTATTTTTCACTTCAATTCTTAAG 

RM8A 

RM8B 

RM8C 

RM8con 



Lc743 QMPMLVKELETCVNFVPSEL 380 

RM8con 

1081 + + + + + +1140 

Lc743 CAAATGCCTATGCTTGTTAAGGAATTGGAAACTTGTGTCAATTTTGTGCCAAGTGAATTG 

RM8A 

RM8B 

RM8C , 

RM8con 



Lc743 ADAERTAPETLEMGAKIKKA 400 

RMScon 

1141 + + + + + +1200 

Lc743 GCTGATGCTGAACGCACCGCCCCAGAGACCTTGGAAATGGGTGCTAAAATTAAAAAGGCT 

RM8A T 

RM8B 

RM8C 

RM8con 
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Lc743 HVTGETPTADNFMDLCSHIY 420 

RMBcon 

1201 + +- +' + + +1260 

Lc7 43 CATGTTACAGGAGAAACACCAACAGCTGATAATTTTATGGATCTTTGCTCTCACATCTAT 

RM8A 

RM8B 

RM8C 

RM8con 



Lc743 FWFPMHRLLQLRFNHTSGTP 440 

RMScon . 

1261 + + + + + +1320 

Lc743 TTCTGGTTCCCCATGCATCGTTTGTTGCAATTACGTTTCAATCACACCTCCGGTACACCC 

RM8A 

RM8B 

RM8C 

RM8con 



Lc743 VYLYRFDFDSEDLINPYRIM 460 

RM8con 

1321 + + + + + + 1380 

Lc743 GTCTACTTGTATGGCTTCGACTTTGATTCGGAAGATCTTATTAATCCCTATCGTATTATG 

RM8A C C 

RM8B C C 

RM8C C C 

RM8con .C C 



Lc743 RSGRGVKGVSHADELTYFFW 480 

RM8con ..... 

1331 + + + + +-_. + 1440 

Lc743 CGTAGTGGACGTGGTGTTAAGGGTGTTAGTCATGCTGATGAATTAACCTATTTCTTCTGG 

RM8A 

RM8B 

RH8C 

RM8con . . 



Lc743 NQLAKRMPKESREYKT IERM 500 

RM8con 

1441 + + + + + + 1500 

Lc743 AATCAATTGGCCAAACGTATGCCTAAAGAATCGCGTGAATACAAAACAATTGAACGTATG 

RM8A 

RM8B 

RM8C 

RMScon 
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Lc743 TGIWIQFATTGNPYSNE I E G 520 

RM8con 

1501 + +' - — +'- + + +1560 

Lc743 ACTGGTATATGGATACAATTTGCCACCACTGGTAATCCTTATAGCAATGAAA.TTGAAGGT 

RM8A 

RM8B 

RM8C 

RM8con 



Lc743 MENVSWDPIKKSDEVYKCLN 540 

RMScon 

1561 + + + + + + 1620 

Lc743 ATGGAAAATGTTTCCTGGGATCCAATTAAGAAATCCGACGAAGTATACAAGTGTTTGAAT 

RM8A T 

RM8B T 

RM8C T 

RMScon T 



Lc743 I SDELKMIDVPEMDKIKQWE 560 

RM8con 

1621 + + + + + +1680 

Lc7 43 ATTAGTGACGAATTGAAAATGATTGATGTGCCTGAAATGGATAAGATTAAACAATGGGAA 

RM8A T G 

RM8B T G 

RM8C T , .G 

RMScon T G 



Lc743 SMFEKHRDLF* 570 

RMScon 

1681 + + + --- 1713 

Lc743 TCGAT GTTT G AAAAAC A T AG AG ATT TA T T T TAG 

RM8A Lc743/3' 

RM8B 

RM8C 

RM8con 
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Figure 2. 

MdaE7 1 MTFLKQFIFRLKLCVKCMVflKyTNYilLSTNETQIIDTEYGQIKGVKRMTV 50 

|.| := :||: :|h Ih Ifll-llll « : I I I i • ! M 1 I I 5 I I 
LcaE7 1 MNFNVSLMEKLKWKIKCIENKFLNYRLTTNETWAETEYGKVKGVKRLTV 50 

51 YDDSYYSFESIPYAKPPVGELRFKAPQRPVPWEGVRDCCGPANRSVQTDF 100 

IIIIMIIhim.lllMimillll-IMIMl!-- "IIMI 

51 YDDSYYSFEGIPYAQPPVGELRFKAPQRPTPWDGVRDCCNHKDKSVQVDF 100 

101 ISGKPTGSEDCLYLNVYTNDLNPDKRRPVMVFIHGGDFIFGEANRNWFGP 150 

j . I ! - . I I I I I I I I - H I I : I I h • = i I i : I I I 1 h 1 h I I • M : : I I 
101 ITGKVCGSEDCLYLSVYTNNLNPETKRPVLVYIHGGGFIIGENHRDMYGP 150 

151 DYFMKKPVVLVTVQYRLGVLGFLSLKSENLNVPGNAGLKDQVMALRWVKS 200 

( | | : | | . M I : • : I i i I I ♦ I I I i I ! • I I : M I I I I 1 I I I I t I ! I I I ! : 1 • 
151 DYFIKKDVVLINIQYRLGALGFLSLNSEDLNVPGNAGLKDQVMALRWIKN 200 

201 NIAIFGGDVDNITVFGESAGGASTHYMMITEQTRGLFHRGIMMSGNSMCS 250 

|.| ||!:.|iilllllll|:MMIIi = IIMIIII!llhllM-! ; 

201 NCANFGGNPDNITVFGESAGAASTHYMMLTEQTRGLFHRGILMSGNAICP 25 0 
251 WASTECQSRALTMAKRVGYKGEDNEKDILEFLMKANPYDLIKEEPQVLTP 300 

1 1 - 1 r 1 1 ihhll .millhlhllllill-l 1 1 1 1 

251 WANTQCQHRAFTLAKLAGYKGEDNDKDVLEFLMKAKPQDLIKLEEKVLTL 3 00 
301 ERMQNKVMFPFGPTVEPYQTADCVVPKPIREMVKSAWGNSIPTLIGNTSY 350 

! • miiiiiiiiimiiiihii- iiiii.iiiimi"iiiii 

301 EERTNKVMFPFGPTVEPYQTADCVLPKHPREMVKTAWGNSIPTMMGNTSY 350 

351 EGLLSKSVAKQYPEVVKELESCVNYVPWELADSERSAPETLERAAIVKKA 4 00 

|||: -|: II | :||ll|.|lhll-tlll-li-IMMI- : l : H! 
351 EGLFFTSILKQMPMLVKELETCVNFVPSELADAERTAPETLEMGAKIKKA 400 

401 HVDGETPTLDNFMELCSYFYFLFPMHRFLQLRFNHTAGTPIYLYRFDFDS 450 

ll-IMII ||!h[||.:(|:||IM:|llillll-Hhll]lltll! 
401 HV TGETP TADNFMDLC S HI YFWFPMHRLLQLRFNHT S GT PVYLYRFDFD S 450 

451 EEIINPYRIMRFGRGVKGVSHADELTYLFWNILSKRLPKESREYKTIERM 500 

hHIIHISI 1 ! I f I [ 1 1 1 1 1 1 i 1 1 = 1 1 1 l-lhllMlililMH 

451 EDLINPYRIMRSGRGVKGVSHADELTYFFWNQLAKRMPKESREYKTIERM 500 
501 VGIWTEFATTGKPYSNDIAGMENLTWDPIKKSDDVYKCLNIGDELKVMDL 550 

.ni.:||il|.SIIh|.|||| : .||llillhMIM!hlllhH: 

501 TGIWIQFATTGNPYSNEIEGMENVSWDPIKKSDEVYKCLNISDELKMIDV 550 

551 PEMDKIKQGASIFDKKKELF 570 

lllllil! .|:ht-:=ll 
551 PEMDKIKQWESMFEKHRDLF 570 
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Figure 3. 



ATGACTTTTCTGAAGCAATTCATATTTCGCCTGAAACTATGCTTTAAATGCATGGTCAAT 

1 + + + + + + 60 

TACTGAAAAGACTTCGTTAAGTATAAAGCGGACTTTGATACGAAATTTACGTACCAGTTA 

MTFLKQFIFRLKLCFKCMVN 

AAATACACAAACTACCGTCTGAGTACAAATGAAACCCAAATAATCGATACTGAATATGGA 

61 + + + + — + + 120 

TTTATGTGTTTGATGGCAGACTCATGTTTACTTTGGGTTTATTAGCTATGACTTATACCT 

KYTNYRL STNETQIIDTEYG 

CAAATTAAGGGTGTTAAGCGAATGACCGTCTACGATGATTCTTACTACAGTTTCGAGAGT 

121 + + + + + + 180 

GTTTAATTCCCACAATTCGCTTACTGGCAGATGCTACTAAGAATGATGTCAAAGCTCTCA 

QIKGVKRMTVYDDSYYSFES 

ATACCCTATGCTAAGCCTCCAGTGGGTGAGTTGAGATTCAAGGCACCCCAGCGGCCTGTA 

181 + + + + + + 240 

TATGGGATACGATTCGGAGGTCACCCACTCAACTCTAAGTTCCGTGGGGTCGCCGGACAT 

IPYAKPPVGELRFKAPQRPV 

CCATGGGAGGGTGTACGTGATTGCTGTGGGGCAGCCAACAGATCGGTACAGACAGATTTC 

241 + + + + + + 300 

GGTACCCTCCCACATGCACTAACGACACCCGGTCGGTTGTCTAGCCATGTCTGTCTAAAG 

PWEGVRDCCGPANRSVQTDF 

ATAAGTGGCAAACCCACAGGTTCGGAGGATTGTCTATACCTGAATGTGTATACCAATGAC 

301 + + + + + + 360 

TATTCACCGTTTGGGTGTCCAAGCCTCCTAACAGATATGGACTTACACATATGGTTACTG 

I SGKPTGSEDCLYLNVYTND 

TTGAACCCAGACAAAAGGCGTCCTGTTATGGTTTTCATCCATGGCGGAGATTTTATTTTC 

361 + + + + + + ^20 

AACTTGGGTCTGTTTTCCGCAGGACAATACCAAAAGTAGGTACCGCCTCTAAAATAAAAG 

LNPDKRRPVMVFIHGGDFIF 

GGCGAAGCAAATCGTAACTGGTTTGGTCCCGACTACTTTATGAAGAAACCCGTGGTCTTG 

421 + + + + + + 480 

CCGCTTCGTTTAGCATTGACCAAACCAGGGCTGATGAAATACTTCTTTGGGCACCAGAAC 

GEANRNWFGPDYFMKKPVVL 
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GTAACCGTGCAATATCGTTTGGGTGTGTTGGGTTTCCTTAGCCTGAAATCGGAAAATCTC 

481 — + + — + — -+ + 540 

CATTGGCACGTTATAGCAAACCCACACAACCCAAAGGAATCGGACTTTAGCCTTTTAGAG 

VTVQYRLGVLGFLSLKSENL 

AATGTCCCCGGCAACGCTGGCCTCAAGGATCAAGTAATGGCCTTGAGATGGGTCAAGAGT 

541 + + + + + + 600 

TTACAGGGGCCGTTGCGACCGGAGTTCCTAGTTCATTACCGGAACTCTACCCAGTTCTCA 

NVPGNAGLKDQVMALRWVKS 

AATATTGCCATTTTCGGTGGCGATGTAGACAATATTACCGTCTTCGGCGAAAGTGCTGGT 

601 + + + + + + 660 

TTATAACGGTAAAAGCCACCGCTACATCTGTTATAATGGCAGAAGCCGCTTTCACGACCA 

NIAIFGGDVDNITVFGESAG 

GGGGCCTCAACCCATTACATGATGATAACCGAACAGACCCGTGGTTTATTCCATCGTGGT 

561 + + + + + + 720 

CCCCGGAGTTGGGTAATGTACTACTATTGGCTTGTCTGGGCACCAAATAAGGTAGCACCA 

GA S THYMMI TEQTRGLFHRG 

ATCATGATGTCCGGTAA.TTCCATGTGCTCATGGGCCTCTACAGAATGCCAAAGTCGTGCG 

+ + + + + + 

TAGTACTACAGGCCATTAAGGTACACGAGTACCCGGAGATGTCTTACGGTTTCAGCACGC 

IMMSGNSMCSWASTECQSRA 

CTCACCATGGCCAAACGTGTTGGCTATAAGGGAGAGGACAATGAAAAAGATATCCTGGAA 

781 + + + +- - + + 840 

GAGTGGTACCGGTTTGCACAACCGATATTCCCTCTCCTGTTACTTTTTGTATAGGACCTT 

LTMAKRVGYKGEDNEKDILE 

TTCCTAATGAAAGCCAATCCCTATGATTTGATCAAAGAGGAGCCACAAGTTTTGACACCC 

841 + + + + + 7 + 900 

AAGGATTACTTTCGGTTAGGGATACTAAACTAGTTTCTCCTCGGTGTTCAAAACTGTGGG 

FLMKANPYDL IKEEPQVLTP 

GAAAGAATGCAAAATAAGGTCATGTTTCCTTTTGGACCCACTGTAGAACCATACCAGACA 

+ + + + + + 

CTTTCTTACGTTTTATTCCAGTACAAAGGAAAACCTGGGTGACATCTTGGTATGGTCTGT 

ERMQNKVMFPFGPTVEPYQT 

GCCGACTGTGTGGTACCCAAACCAATCAGAGAAATGGTGAAGAGCGCCTGGGGAAATTCG 

961 + + + + + + 1020 

CGGCTGACACACCATGGGTTTGGTTAGTCTCTTTACCACTTCTCGCGGACCCCTTTAAGC 

ADCVVPKPIREMVKSAWGNS 
Figure 3 continued 
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ATACCCACATTGATAGGCAATACCTCCTACGAAGGTTTGCTTTCCAAATCAATTGCCAAA 

X021 + + + + + . + 1080 

TATGGGTGTAACTATCCGTTATGGAGGATGCTTCCAAACGAAAGGTTTAGTTAACGGTTT 

IPTLIGNTSYEGLLSKSIAK 

CAATATCCGGAGGTTGTAAAAGAGTTGGAATCCTGTGTGAATTATGTGCCTTGGGAGTTG 

1081 + + + + + + H*° 

GTTATAGGCCTCCAACATTTTCTCAACCTTAGGACACACTTAATACACGGAACCCTCAAC 

QYPEVVKELE SCVNYVPWEL 

GCTGACAGTGAACGCAGTGCCCCGGAAACCCTGGAGAGGGCTGCCATTGTGAAAAAGGCC 

1141 + + + +— + + 1200 

CGACTGTCACTTGCGTCACGGGGCCTTTGGGACCTCTCCCGACGGTAACACTTTTTCCGG 

ADSERSAPETLERAAIVKKA 

CATGTGGATGGGGAAACACCTACTCTGGATAATTTTATGGAGCTTTGCTCCTATTTCTAT 

1201 + + ---+ + + + 1260 

GTACACCTACCCCTTTGTGGATGAGACCTATTAAAATACCTCGAAACGAGGATAAAGATA 



HVDGETPTLDNFMELCSYFY 

TTCCTCTTCCCCATGCATCGCTTCCTACAATTGCGCTTCAACCACACAGCTGGCACTCCC 

+ + + + + + : 

AAGGAGAAGGGGTACGTAGCGAAGGATGTTAACGCGAAGTTGGTGTGTCGACCGTGAGGG 

FLFPMHRFLQLRFNHTAGTP 



ATTTATTTGTATCGTTTCGATTTCGATTCCGAAGAAATTATTAACCCCTATCGTATTATG 

1321 + + + + + + 1380 

TAAATAAACATAGCAAAGCTAAAGCTAAGGCTTCTTTAATAATTGGGGATAGCATAATAC 

IYLYRFDFDSEEIINPYRIM - 

CGTTTTGGCCGTGGCGTTAAAGGTGTAAGCCATGCCGATGAGCTAACCTATCTCTTCTGG 

1381 + + + + + + 1**0 

GCAAAACCGGCACCGCAATTTCCACATTCGGTACGGCTACTCGATTGGATAGAGAAGACC 

RFGRGVKGVSHADELTYLFW 

AACATTTTGTCGAAACGCCTGCCAAAGGAAAGCCGCGAATACAAAACCATTGAACGCATG 

1441 + + + +— + + 1500 

TTGTAAAACAGCTTTGCGGACGGTTTCCTTTCGGCGCTTATGTTTTGGTAACTTGCGTAC 

NILSKRLPKESREYKTIERM 

GTTGGCATTTGGACGGAATTCGCCACCACCGGCAAACCATACAGCAATGATATAGCCGGC 

1501 + + + + + + "60 

CAACCGTAAACCTGCCTTAAGCGGTGGTGGCCGTTTGGTATGTCGTTACTATATCGGCCG 



VGIWTEFATTGKPYSNDIAG 
Figure 3 continued 
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ATGGAAAACCTCACCTGGGATCCCATAAAAAAATCCGATGATGTCTATAAATGTTTAAAT 

1561 +- — + +-- -+ — + + 1620 

TACCTTTTGGAGTGGACCCtAGGGfATTTTTTTAGGCTACTACAGATATTTACAAATTTA 

MENLTWDP IKKSDDVYKCLN 

ATCGGCGATGAATTGAAAGTTATGGATTTGCCAGAAATGGATAAAATTAAACAATGGGCA 

1621 + + + + + + 1680 

TAGCCGCTACTTAACTTTCAATACCTAAACGGTCTTTACCTATTTTAATTTGTTACCCGT 

IGDELKVMDLPEMDKIKQWA 

AGTATATTCGATAAAAAGAAGGAATTGTTT 

1681 + + + 1710 

TCATATAAGCTATTTTTCTTCCTTAACAAA 

SIFDKKKELF 
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Figure 4.. 



MdaE7 97 QTDFISGKPTGSEDCLYLNVYTNDLNPDKKRPVMVFIHGGGFIFGEANRN 146 

[.|||. II-. Illlllli. l!lhlih-IIMH:|IIIIIM|.:|: 
LcaE7 97 QVDFI TGKVCG S EDCL YL S VYTNNL NPE TKRP VLV YIHGGGFI IGENHRD 146 

147 WYGPDYFMKKPWLVTVQYRLGVLGFLSLKSENLNVPGNAGLKDQVMALR 196 

I ! 1 I I I *• I I • I I I : • 5 I I I I I - I I I I M • I h I I I I I I I I I I I I I I I I I 
147 MYGPDYFIKKDVVLINIQYRLGALGFLSLNSEDLNVPGNAGLKDQVMALR 196 

197 VFKSNIAIFGGDVDNITVFGESAGGASTHYMMITEQTRGLFHRGIMMSGN 246 

h|.|.| |||:.|||||||IMhllllMhlllllllllllhllll 

197 WlKNt|CANFGGNPDNITVFGESAGAASTHYMMLTEQTRGLFHRGILMSGN 246 
24 7 SMCSSASTECQSRALTMAKRVGYKGEENEKDILEFLMKANPYDLIKEEPQ 296 

.:!• j-hll Ihhll .llllhhlhlllllll.l Mil I-- 

247 AI C PLANTQCQHRAFTLAKL AG YKGEDNDKDVLE FLMKAKPQDL IKLEEK 296 

297 VLTPERM 303 

III I ■ 
297 VLTLEER 303 
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